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/3 Gene length 168 Function Product Name Chromosome |Region RPKM MAUE BENE | ppicn MAUEEENE | opkM+0.01 | RPKM40.01 /3 RPEM{+D.01) | 0= BNl G/3
reads reads reads
ResD
regulom, Sigh utilization of |assimilatory
lan, Trird, i nitrite as nitrite
136532508| 37374613 2418 |nasn e reductase 2 o BAUE2_R5019 Bacillus subtil{complement| 48.44 1384 181.07 5519 4845 181.08) 374 66.15 2801| 036530815 136532508
regulon, NsrR __ |nitrogen reductase
large subunit ;
regulon, Fur source [subunit)
regulon
Nark family
itrate/nitrit |nitrat itrab
131325301 1206 |nash TarA regulon | oo | AL = BAUG2_RS019 Bacillus subtil{ 362980..3641 4.14 59| 121.96 1854 415 121.97) 29.39 5.45 15| o.04968312| 131325301
e MF5 uptake transporter
transporter
protection
hypothetical |againstcell  [inhibitor of
126286924 5.0533232 546|ise WalR regulon| YEo s es [SERINSECEINRBRETET pyyes Rsosd Bacillus subtil 2002669..200) 184.15 1188 930.61 6405 184.16 930.62 5.05) 23257 2224] 0.24990866| 1.26286924
protein envelope autolysins
stress
sodiumy/prot
- on-
sodium:alani (uptake of _ ) . |
106970504 1455 |yrbD Tnra regulon dependent  |BAUG2_RS150 Bacillus subtil{ 2841629284 7.45 125 119.68 2195 7.46 119.69) 16.04 7.98 203| 0.06567224| 106970509
ne symporter alanine
alanine
transporter
ir 1 ipti
sigh regulon, putn:er regulation of rlanscrll-ut s
it al
0.9487901| 10.8255487 1595 [pucR. Tnra rezulan,| 700" | purine # TEBUEAT b u62_RS17Y Bacillus subtil{ 3328777..333) 17.76 135 192.36 3870| 17.77 192.37] 10,83 16.86 a71| o0os7ea38| 09487901
regulatory S of puc genes
PucR regulon : utilization i
protein [PucR family)
. ammanium .
SigA regulon, . ammanium ) . _
059593545 37.739988 1215 |amtB transporter | zmmanium u B4UE2_R5194 Bacillus subtil{3756828. 375 1672 240 63138 aE70 1673 £31.39) 3774 997 212 0.015790s6| 059593545
TnrA regulon transporter
Nrgh
nitrogen regulation of |two-
0.44987633| 159161938 351|gink regulatory PIl{the glsA-gInT [component |B4UE2_RS19§ Bacillus subtil{ 3758054..375 68.72 285| 109391 4840 68.73 1093.92 1592 30.92 190| 0.02826532| 0.44387633
like protein  [operon sensor kinase
SigA regulon,
PucR AR
e utilization aof
resulqnl T nA urease urea as urease
055280189| 322131018 318|ureA "’E”I""' A bunit alternative | [gamma BAUE2_R5157 Bacillus subtil{ complement| 6334 238 204.06 815 6335 204.07) 3.23) 35.02 195 0.17160778| 055280180
A gamma nitrogen subunit]
Cady
source
regulon, SigH
regulon




