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Bases:
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GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000000000000
CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

000000000000000000000000000
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

000000000000000000000000
CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
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Bases: 1450 10-19 — 23.09.2017
Average spacing:  13.0 20-29
Average quality >= 10: 110, 20: 58, 30: 937 >=30 —

510 520 530 540 550 560 580 590
AATTTGCCGACATTGATGACGAAAAGGCTTTTAAAAATACCTACCGTCAAGCTATGAATGATCTGCCCATTGACCAAGCCACC

600 610 620 630 640 650 660 670
GCCGAACGGATTGTGGATGAAGCCAATGACGCCTT TTGCCATGAACATGAAAATGTTC CAACGAACTTGAAGGCAACCTGATCAAG

680 690 700 710 720 730 740 750
GCGATCGGCATTATGGTGTTCAACAGCCTCACCCGTCGCCGCAGTCAAGGCAGCACCGAAGTTGGCCTCGCCACCTCCGAAGEG

840

860 870 890 900 910 920
CAATTCTTCCCTGATGCCTACGTTGAACCCGATGATTCAACAGTTGGCCCTGGCGATCGCCGCTAGTTGGCAAAG TTACCCCTCA

v-'AoAO&OAAQ ; f LXK

950 970 990 1000
AGCCTATCAATTGCCGGAGGATTGGGCTACGTAGAA GGCCCCTGGAAGGG GAAAAGTAGTGATTGAAATCGGTG T ACCAA CGC
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1010 1020 1030 1040 1050 1060 1070 1080 1090
CCCAGTTCCCAAATGCTTTGGAGTTGGCA AGG TGGC AAAGGGTGGAATTCTCC CTG G GAAGGTTCC GGACCC TT AACGGTCTA
— —

1100 1110 1120 1130 1140 1150 1160 1170
CTTT GT TGGCTGGAATI GG GCC GGCCCGGGGAAAATGCGGGTATGCGATATC CCCCACCAAAGA TCGC AT TGC C CCGGGC A

1180 1190 1200 1210 1220 1230 1240 1250
AAAAT TTGGGAAATGGC CCCA ATTT GA A CC GGATT CCC CCGGGAAATTT T A T TTT TCTTC CCCCC CCCCAAAAAAA GTAA G
——— —
T T rrer T L T T 1 T LI B S | T T T T TT T | B R | T TTTT T T T
1260 1270 1280 1290 1300 1310 1320 1330

GGGGG GTT A TA ATCT T O cCcC C CG CGACCG C TGGACCCCGTCTCCGCC c cc Cc C A CATA T AAA A T A GGTAC AGT A G GG GG CCA

rri T LI T T LI T LI T T T T T T T T T T T 1 1 T T T U T T T T T T T T LI I B | T LI LI B T J T
1340 1350 1360 1370 1380 1390 1400
TAGT TT C GATAACA CC GC A TA T C CCCCCCCCCCCCCACATTTCCCCCT CCCCCCCCCCGGGEC CCCCCCCCCGGETCTCC

I14I10I ' 14I20I I14I30I I14I40I
CCCCCCGGAAAAAACCCCCCCCCCCCGGGGGCCGCCCTTTTTT




